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TrueAllele Data Review
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Reported
Match:

TrueAllele Match and Report Data

Conclusion

(if not reported previously)

FS Lab Number:

Date / Initials:

Locus Blk

Cau

His

Comments

D3S1358
THO1
D21S11
D18S51
Penta_E
D5S818
D13S317
D75820
D165539

CSF1PO
Penta_D
VWA
D8S1179
TPOX
FGA

Total
Joint
Words

Reported LRs:

Note: Locus-specific match scores are in Logs

Reported
considerations

Comments

# contributors
attempted

Degradation
attempted?

Loci excluded
(if any)

Ref. genotype(s)
verified?

Conclusion(s)
prev. reported?

Neg. Controls
acceptable?

Pos. Control
verified?

2800M
9947A
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of Peer review

Files archived

fsa files and _DD folder

.req file(s)

report file - final

Match tables - all and final matches
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TrueAllele Match and Report Data FS Lab Number:
Date / Initials:

Reported Conclusion
Match: (if not reported previously)

Locus Blk Cau His Comments
D3S1358
THO1
D21S11
D18S51
Penta_E
D5S818
D13S317
D7S5820
D16S539

CSF1PO
Penta_D
VWA
D8S1179
TPOX
FGA

Total
Joint
Words Reported LRs:

Note: Locus-specific match scores are in Logs
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TrueAllele Match Table - All Matches FS Lab Number:

Date / Initials:
Match Score Match Score Match Score
. . # Total . . M.W. Stnd
Evidence Contributor Mixture Weight KL value Reference Reference Reference

Contributors Deviation

Key:

Evidence: A TrueAllele interpretation request. It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable
Contributor: Which contributor genotype to the mixture is being described

Mixture Weight (MW): The inferred mixture weight for the specified contributor

MW Stnd Deviation: The standard deviation of that contributor's mixture weight

KL value: The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score: Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.
* . Reported match score
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TrueAllele Match Table - Final Matches FS Lab Number:

Date / Initials:
Match Score Match Score Match Score
. . # Total . . M.W. Stnd
Evidence Contributor Mixture Weight KL value Reference Reference Reference

Contributors Deviation

Key:

Evidence: A TrueAllele interpretation request. It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable
Contributor: Which contributor genotype to the mixture is being described

Mixture Weight (MW): The inferred mixture weight for the specified contributor

MW Stnd Deviation: The standard deviation of that contributor's mixture weight

KL value: The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score: Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.
* . Reported match score
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TrueAllele Match Table FS Lab Number:

All and Final Matches Date / Initials:
Match Score Match Score Match Score
. . # Total . . M.W. Stnd
Evidence Contributor ) Mixture Weight R KL value Reference Reference Reference
Contributors Deviation

Key:

Evidence: A TrueAllele interpretation request. It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable
Contributor: Which contributor genotype to the mixture is being described

Mixture Weight (MW): The inferred mixture weight for the specified contributor

MW Stnd Deviation: The standard deviation of that contributor's mixture weight

KL value: The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score: Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.
* . Reported match score

TrueAllele Worksheets Document 210-F1104
Issued by Biology Program Manager Revision 2
Issue Date 22-August-2016 Page 7 of 7



