
TrueAllele Notes
FS Lab # / Initials:   _____________________________

Date/initials

 of review 
Mixture name Sample type

Est'd # 

contributors 

Injection

time 

Degree of 

stochastic-ness

Consider assumed 

known?

Comments:

TrueAllele World:              VUIer version #:           TrueAllele version #:  

Date/initials

Consider

 differential

degradation?

Action / Comments
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TrueAllele Data Review
FS Lab # / Initials:  ________________________________

Date/initials
                            Run Name
prefix:

GR

convergence

(values)

Mixture 

weights

(values)

Date/initials

 

Comments

MCMC

chains
(assessment)

Genotype Concordance (GC) and Reported Match Score Notes
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TrueAllele Match and Report Data - PowerPlex Fusion FS Lab Number:   _____________________________

Date / Initials:   _____________________________

Reported 

Match:

Locus Afr. Amer Cau His Comments

D3S1358

D1S1656

D2S441

D10S1248

D13S317

Penta_E

D16S539

D18S51

D2S1338

CSF1PO 2800M

Penta_D

TH01

vWA

D21S11

D7S820

D5S818

TPOX

D8S1179

D12S391 This locus was not used in the statistical calculation

D19S433

FGA

D22S1045

Total

Joint

Words

Rpt'd values

Note:  Locus-specific match scores are in Logs

Files archived on CD

.hid files and _DD folder

.req file(s) 

report file - final

Match tables -

 all and final matches

Match table(s) -

 locus /races

Date/initials of Peer 

Review

                              Conclusion:    ______________________________

Pos. control 

verified?

Reported 

considerations

# contributors 

attempted

Diff. degrad. 

attempted?

Ref. genotypes 

verified?

Neg. controls 

acceptable?

Comments
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TrueAllele Match and Report Data - PowerPlex Fusion FS Lab Number:   _____________________________

Date / Initials:   _____________________________

Reported 

Match:

Locus Afr. Amer Cau His Comments

D3S1358

D1S1656

D2S441

D10S1248

D13S317

Penta_E

D16S539

D18S51

D2S1338

CSF1PO

Penta_D

TH01

vWA

D21S11

D7S820

D5S818
TPOX

D8S1179

D12S391 This locus was not used in the statistical calculation

D19S433

FGA

D22S1045

Total

Joint

Words

Rpt'd values

Note:  Locus-specific match scores are in Logs

                              Conclusion:    ________________________________
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TrueAllele Match Table - All Matches FS Lab Number:  ________________________________

Date / Initials:  ________________________________

Evidence Contributor
# Total 

Contributors
Mixture Weight

M.W. Stnd

Deviation
KL value

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Key:

Evidence:  A TrueAllele interpretation request.  It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable

Contributor:  Which contributor genotype to the mixture is being described

Mixture Weight (MW):  The inferred mixture weight for the specified contributor

MW Stnd Deviation:  The standard deviation of that contributor's mixture weight

KL value:  The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score:  Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.
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TrueAllele Match Table - Final Matches FS Lab Number:  ________________________________

Date / Initials:  ________________________________

Evidence Contributor
# Total 

Contributors
Mixture Weight

M.W. Stnd

Deviation
KL value

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Key:

Evidence:  A TrueAllele interpretation request.  It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable

Contributor:  Which contributor genotype to the mixture is being described

Mixture Weight (MW):  The inferred mixture weight for the specified contributor

MW Stnd Deviation:  The standard deviation of that contributor's mixture weight

KL value:  The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score:  Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.

* :  Reported match score
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TrueAllele Match Table - All and Final Matches FS Lab Number:  ________________________________

Date / Initials:  ________________________________

Evidence Contributor

# Total 

Contributor

s

Mixture Weight
M.W. Stnd

Deviation
KL value

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Match Score

Reference  

___________

Key:

Evidence:  A TrueAllele interpretation request.  It's usually described by the FS Lab and item numbers, TA operator, and other parameters when applicable

Contributor:  Which contributor genotype to the mixture is being described

Mixture Weight (MW):  The inferred mixture weight for the specified contributor

MW Stnd Deviation:  The standard deviation of that contributor's mixture weight

KL value:  The average log(LR) statistic indicates to what extent the inferred contributor genotype differs from a population genotype

Match Score:  Most common (among 3 races) likelihood ratio (LR) DNA match statistic between a contributor genotype and a reference displayed as a log(LR) value.

* :  Reported match score
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TrueAllele Match and Report Data - PowerPlex 16 FS Lab Number:   _____________________________

Date / Initials:   _____________________________

Reported 

Match:

Locus Blk Cau His Comments

D3S1358

TH01

D21S11

D18S51

Penta_E

D5S818

D13S317

D7S820

D16S539

CSF1PO
Penta_D

vWA

D8S1179

TPOX

FGA

Total

Joint

Words Reported LRs:

Note:  Locus-specific match scores are in Logs

Reported 

considerations

Date/initials

of Peer review Files archived
# contributors

attempted .fsa files and _DD folder
Degradation

attempted? .req file(s) 
Loci excluded

(if any) report file - final
Ref. genotype(s)

verified?

Conclusion(s)

prev. reported? Match tables - all and final matches
Neg. Controls

acceptable?

Pos. Control

verified?

2800M

9947A Match table(s) - locus /races

Conclusion
(if not reported previously)   ______________________________________

Comments
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TrueAllele Match and Report Data - PowerPlex 16 FS Lab Number:   _____________________________

Date / Initials:   _____________________________

Reported 

Match:

Locus Blk Cau His Comments

D3S1358

TH01

D21S11

D18S51

Penta_E

D5S818

D13S317

D7S820

D16S539

CSF1PO
Penta_D

vWA

D8S1179

TPOX

FGA

Total

Joint

Words Reported LRs:

Note:  Locus-specific match scores are in Logs

Conclusion
(if not reported previously)   ________________________________
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